AA1 NPG- active 2A

TCTAGAGCGGCCGAGGGCAGGGGAAGTCTTCTAACATGCGGGGACGTGGAGGAAAATCCCGGG

T a0 100 110 120 130
TCTAGAGC GGCCGAGGGC&GGGGHHGTCTTCTHHCAT GCOGOGOACGTOOAGGALMAATCCCOGGGACC TTTGC T A ATCC G

.mm.nhuMnhlhnlnhumluuumhm 1/

AA1 NPGP- active 2A

TCTAGAGCGGCCGAGGGCAGGGGAAGTCTTCTAACATGCGGGGACGTGGAGGAAAATCCCGGGCCC

o0 200 210 220 230 240 230 260
TCTAGAGCGGCC GAGGGCAGGOGAAGTCTTC TAACAT GO GGGGACGTOOAGGALAC CCCCGGG COC AL AT AT AMMLGT

;Lm_um_.i.m;AMM_L;Mumhulu.uﬂm.&&




AA12 NPG- inactive 2A

TCTAGACGCGCCGAGGGCAGGGGAAGTCTTCTAACATGCGECGGACGTGGAGGAAAATCCCGGG

a0 100 110 120 130
TCTAGAGCCGAGGGCAGGG GAAGTCTTC TAACATGCGCGGACGTG GAGGAAAATCCC GGG&

umnmmﬂmhAhnhlhumhunlmhhﬂaulmu




GFP sequence for puromycin release

Translation of DNAMANI1 (1-741)

Universal code

Total amino acid number: 246, MW=27802

Max ORF starts at AA pos 1l (may be DNA pos 1) for 246 AA (738 bases), MwW=27802

1 ATGGGGCACCACCACCACCACCACGGTAAAGGAGAAGAACTTTTCACTGGAGTTGTCCCA

1 M G H H H H H H G K GEE L F T G V V P

601 CTTTTACCAGACAACCATTACCTGTCCACACAATCTGCCCTTTCGAAAGATCCCAACGAA

201 L L P DNUHUVY L S T O S SATL S KD P N E

661 AAGAGAGACCACATGGTCCTTCTTGAGTTTGTAACAGCTGCTGGGATTACACATGGCATG

221 K R D H M VL L ETFV TAG ATGTITH G M

721 GACGAACTATAC

041 D E L Y

Beginning GEP 60 70 20 a7 100 10

ATOGOGGCACCACCAC CACCACCAC G G TAAAGGAGAAGAACTTTTCAC TG GAGTTAGTCCCAACTC TTGTTGAAT

Ly Mﬂlmlﬂ;ﬂm; W hl“ Nm“ﬂ Uik

end GFP
T20 T30 740 Ta0 Tal 770 Tan
CTCC TTCO TTOAGT TTOTAACAGC TGO TGO ATTACACAT OO ATG ZACZGAACTATC A A A GO CCOCEGEGAS




