TaV R1A
TCTAGABCEGCCGAGGGCAGGGGAAGTCTTCTAACATGCGGGGACGTGGAGGAAAATCCCGGGCCCEAL

700 200 210 220 230 240 250
TCTAGHGCOGCCOAGOOGCAGGOOAAGTC TTC TAACATOCOOGOACGTTGGAGOAAAATCCCGGECCCCAC
e

TaV E3A

TCTAGACGCGCCGLEGEGGGCAGGGGAAGTCTTCTAACATGCGGGGACGTGGAGGAAAATCCCGGGCCCCAL

110 120 130 140 150 1a0 170
TOTAGACGC GOGCO GG OCAGG OO AAGTOC TTC TAACATGC GO GOACGTO GAGGAAAATCCC GGG COCAC

W




TaV G4A

TCTAGACGCGCCGAGGLCGAGGGGAAGTCTTCTAACATGCGGGGACGTGGAGGAAAATCCCGGGCCCLCAL

750 200 210 220 230 240 250
TCTAGACGCGCCGAGEGCG AGGOOGAAGTC TTCTAACATGCOGGGACGTGGAGGAAAATCCCGGGCCCCAC

TaV R5A
TCTAGACGCGCCGAGGGCEEEGGAAGTCTTCTAACATGCGGGGACGTGGAGGAAAATCCCGGGCCCEAL

130 140 150 160 170 130 190
TCTAGAGCCGAGGGCORBCGIGG AAGTC TTC TAACATGCG GGG ACGTOOAGG AAALATCCCGGGCCCCAC

sl




TaV G6A

TCTAGACGCGCCGAGGGCAGGGEGCEGAGTCTTCTAACATGCGGGGACGTGGAGGAAAATCCCGGGCCCCAC

110 120

130 140 150 1a0 170
TCTAGAGCC GAGGGCAGGI G CQAGTC TTCTAACATGC G GGG ACGT OGAGGAAAATCCCGGGCCCCAC

TaV S7A

TCTAGACGCGCCGAGGGCAGGGGAGCGCTTCTAACATGCGGGGACGTGGAGGAAAATCCCGGGCCCCAC

200 210 EE[l

TCTAGAGCCGAGGGCAGGGGA

5 G

230 240 250 260
CTTCTAACATGCGGGG ACGTGG AGGAAAATCCCGGGCOCCCAC

Ul




TaV L8A

TCTAGACGCGCCGAGGGCAGGGGAAGTGECGCTAACATGCGGGGACGTGGAGGAAAATCCCGGGCCCCAL

110 120 130 140 150 1a0 170
TOTAGAGCC GAGOGCAGOGG GAAGTIGC G TAACATGOGGOGAC G TGO AG GAAAATCCC GGG CCCOCAC

TaV L9A

TCTAGACGCGCCGAGGGCAGGGGAAGTCTTGCGACATGCGGGGACGTGGAGGAAAATCCCGGGCCCCAL

110 120 130 140 150 160 170
GTCTAGAGCCGAGGOGCAGGG CAAGTCTITGC HACATGC GGG ACGTOGAGGAAAATCCCGGGCCCCAC




TaV T10A

TCTAGACGCGCCGAGGGCAGGGGAAGTCTTCTAGCGEGTGCGGGGACGTGGAGGAAAATCCCGGGCCCCAL

110 120 130 140 150 140 170
GTCTAGAGCCOGAGGGUCAGGGGAAGTCTTC TAIGCGTGCGGGGACGT GOAGGAAAATCCCGGGCCCCAC
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TCTAGACGCGCCGAGGGCAGGGGAAGTCTTCTAACAGCEGGGGGACGTGGAGGAAAATCCCGGGCCCCAC

110 120 130
TCTAGAGCCGAGGGCAGGG GAAGTCTTC TAACA

WILIIAN

150 160 170
GOGOACGT GG AGT AAAATCCC GGG CCCCAC
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