
DHV D1A 

TCTAGAGCCCAAATTAGAAACAAGAAAGATCTCACTACTGAAGGAGTCGAGCCAAACCCCGGGCCCCAC 

Q2A 

TCTAGAGACGCCATTAGAAACAAGAAAGATCTCACTACTGAAGGAGTCGAGCCAAACCCCGGGCCCCAC 



TCTAGAGACCAAGCCAGAAACAAGAAAGATCTCACTACTGAAGGAGTCGAGCCAAACCCCGGGCCCCAC 

I3A 

R4A 

TCTAGAGACCAAATTGCCAACAAGAAAGATCTCACTACTGAAGGAGTCGAGCCAAACCCCGGGCCCCAC 



TCTAGAGACCAAATTAGAGCCAAGAAAGATCTCACTACTGAAGGAGTCGAGCCAAACCCCGGGCCCCAC 

N5A 

TCTAGAGACCAAATTAGAAACGCCAAAGATCTCACTACTGAAGGAGTCGAGCCAAACCCCGGGCCCCAC 

K6A 



TCTAGAGACCAAATTAGAAACAAGGCCGATCTCACTACTGAAGGAGTCGAGCCAAACCCCGGGCCCCAC 

K7A 

D8A 

TCTAGAGACCAAATTAGAAACAAGAAAGCCCTCACTACTGAAGGAGTCGAGCCAAACCCCGGGCCCCAC 



TCTAGAGACCAAATTAGAAACAAGAAAGATCTCGCCACTGAAGGAGTCGAGCCAAACCCCGGGCCCCAC 

T10A 

TCTAGAGACCAAATTAGAAACAAGAAAGATGCCACTACTGAAGGAGTCGAGCCAAACCCCGGGCCCCAC 

L9A 



TCTAGAGACCAAATTAGAAACAAGAAAGATCTCACTGCCGAAGGAGTCGAGCCAAACCCCGGGCCCCAC 

T11A 

TCTAGAGACCAAATTAGAAACAAGAAAGATCTCACTACTGCCGGAGTCGAGCCAAACCCCGGGCCCCAC 

E12A 



DHV E12G 

TCTAGAGCATTTGAACTCAATTTGGAAATTGAATCTGACCAAATTAGAAACAAGAAAGATCTCACTACTGGAGGAGTCGAGC

CAAACCCCGGGCCCCAC 

DHV E12 to D 

TCTAGAGCATTTGAACTCAATTTGGAAATTGAATCTGACCAAATTAGAAACAAGAAAGATCTCACTACTGATGGAGTCGAG

CCAAACCCCGGGCCCCAC 



TCTAGATTCTTCGATTCGGTTTGGGTGTACCACTTGGCAAACAGCTCTTGGGTTCGAGATTTAACTAGAGGATGCATT

GAATCTAACCCTGGGCCCCAC 

ADRV E22 to G 

TCTAGAGCATTTGAACTCAATTTGGAAATTGAATCTGACCAAATTAGAAACAAGAAAGATCTCACTACTGAAGATGTCG

AGCCAAACCCCGGGCCCCAC 

DHV G13 to D 


