DHV D1A
TCTAGAGECCARATTAGAAACAAGAAAGATCTCACTACTGAAGGAGTCGAGCCAAACCCCGGGCCCCAL

30 240 250 260 270 220
TAGA|GC O A AAT TAGAAACAAGALACGATCTCACTAC TGAAG GAGTCOAGCCAAACCCCO GO CCCCAC
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Q2A

TCTAGAGACBEEATTAGAAACAAGAAAGATCTCACTACTGAAGGAGT CGAGCCAAACCCCGGGCCCEAE

a0p 210 220 230 240 250 260
TCTAGAGAQGUCCATTAGAAAL CALGALALGATC TCACTAC TGALS GOGAGTCGAGCCAAACCCCGGGCCCCAC
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1I3A
TCTAGAGACCAABEEAGAAACAAGAAAGATCTCACTACTGAAGGAGTCGAGCCAAACCCCGGGCCCEAE

200 210 220 230 240 250 260
TCTAGAGACCAAGC AGAAL CAAGAALGATCTCAC TACTOAAGGAGTC GAGC CAAACCCCOGGCCCCAC

R4A

TCTAGAGACCAAATTEEEAACAAGAAAGATCTCACTACTGAAGGAGTCGAGCCAAACCCCGGGCCCEAC

200 210 220 230 250 26
TCTAGAGACCAAAT TGO ACA AGALAAGATCTCACTACTGAAG GAGTC GﬁGCCH&ﬁCCCCGGGCCCCﬁCC
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N5A
TCTAGAGACCAAATTAGABEEAAGAAAGATCTCACTACTGAAGGAGTCGAGCCARACCCCGGGCCCERE

200 210 220 230 240 250 260
GTCTAGAGACCAAATTAGAGC QA AGAAAGATCTCACTAC TOAAGGAGTCGAGC CAAACCCCOGGCCCC AC

K6A
TCTAGAGACCAAATTAGAAACBEEAAAGATCTCACTACTGAAGGAGTCGAGCCAAACCCCGGGCCCEAR

a0 200 10 220 230 240 250
TO TAGAGAC CAAAT TAGAAAC|IGCAAAGATCTCACTAC TEAAGGAGTCGAGCCAALCCCCGGGCCCCAC




K7A
TCTAGAGACCAAATTAGAAACAAGEBEEGATCTCACTACTGAAGGAGTCGAGCCAAACCCCGGGCCCEAE

200 210 20 230 240 250 260
TCTAGAGACCAAAT TAGAAACE, GIGCC(GATC TCACTACTGAAGGAGTC GAGCCAALCCCCGGGCCCCAC

G

D8A

TCTAGAGACCAAATTAGAAACAAGAAABEECTCACTACTGAAGGAGTCGAGCCAAACCCCGGGCCCEAL

200 210 EEJ] 230 240 250

TCTAGAGACCAAAT TAGAAACAAGAAMNGCCCTCACTACTGAAGGAGTCGAGC CAAACCCCOGGCCCCAC




L9A

TCTAGAGACCAAATTAGAAACAAGAAAGATEBEEACTACTGAAGGAGTCGAGCCAAACCCCGGGCCCEAR

00 200 210
TCTAGAGACCALATTAGAAACAAGALAGAT

w20
GCc

230 240 250
ACTACTGAAGGAGTC GAGCCAAACCCCGGGCCCCAC

T10A

TCTAGAGACCAAATTAGAAACAAGAAAGATCTCEBEEACTGAAGGAGTCGAGCCAAACCCCGGGCCCEAL

90 200 210

2l 330 &40 850

T TAGAGAC CAAAT TAGAAACAAGAAAGATC TGO CR O TOGAAGGAGTC GAGUCAAACCCOCCOGOGCCCCAD




T11A

TCTAGAGACCAAATTAGAAACAAGARAGATCTCACTEEEGAAGGAGTCGAGCCAAACCCCGGGCCCEAC

200 210 220
GTCTAGAGACCAAATTAGAAACAAGALAAGATC TCACT

R0
g Ccc

240 250 260
GAMGGAGTCGAGCCAAACCCCOGGGCCCCAC

SO0
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E12A

TCTAGAGACCAAATTAGAAACAAGAAAGATCTCACTACTEBEEGGAGTCGAGCCAAACCCCGGGCCCEAL

200 210 220 230
TCTAGAGACCAAAT TAGAAACAA GAALAGATCTCACTACT

240 250 260
GCCIGGAGTCGAGC CAAACCCCGGGOCCCAC




DHV E12to D

TCTAGAGCATTTGAACTCAATTTGGAAATTGAATCTGACCAAATTAGAAACAAGAAAGATCTCACTACTGATGGAGTCGAG

CCAAACCCCGGGCCCELAC

120 130 140 150 1a0 170

180

AGAGUAT T TGAAC TCAAT TT G GAAAT TGAATCTGACCAAAT TAGAAACAAGAAAGATC TCAC TACT|GAT

hillitiall

120
GCGAGTC GAGCCS

DHV E12G

TCTAGAGCATTTGAACTCAATTTGGAAATTGAATCTGACCAAATTAGAAACAAGAAAGATCTCACTACTGGAGGAGTCGAGC

CAAACCCCGGGCCCECAC

120 120 140 150 160 170 120
G AGCAT T TOAAC TCAA T T TG GAAATTGAATC TGACCAAAT TAGAAACAAGAAAGATCTCACTACT

Julihal

120

GOAGGAGTCGAGCCA
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DHV G13to D

TCTAGAGCATTTGAACTCAATTTGGAAATTGAATCTGACCAAATTAGAAACAAGAAAGATCTCACTACTGAAGATGTCG

AGCCAAACCCCGGGCCCLAC

120 130 140 150 160 170 120
T TAGAGCAT TTOAAC TCAAT T T GOAAAT T GAATC T GACCAAAT TAGAAACAAGAAAGATC TCACTACTGAA

ADRV E22 to G

190
GATGTC GAC

TCTAGATTCTTCGATTCGGTTTGGGTGTACCACTTGGCAAACAGCTCTTGGGTTCGAGATTTAACTAGAGGATGCATT

GAATCTAACCCTGGGCCCLAC

110 120 130 140 150 160 170

120

TCTAGATTCTTCGAT TCGGTTTG GO TG TACCAC TTGGOAAACAGC TCT TG GO TTCGAGAT TTAACTAGAIGGATGCATT

T




