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Interaction between childbearing and partnership
trajectories among immigrants and their descendants in

France: An application of multichannel sequence
analysis

Isaure Delaporte and Hill Kulu
University of St Andrews

While there is a large literature investigating migrant marriage or fertility, little research has examined how

childbearing and partnerships are interrelated. In this paper, we investigate how childbearing and

partnership trajectories evolve and interact over the life course for immigrants and their descendants and

how the relationship varies by migrant origin. We apply multichannel sequence analysis to rich

longitudinal survey data from France and find significant differences in family-related behaviour

between immigrants, their descendants, and the native French. Immigrants’ family behaviour is

characterized by stronger association between marriage and childbearing than in the native population.

However, there are significant differences across migrant groups. Turkish immigrants exhibit the most

conservative family pathways. By contrast, the family behaviour of European immigrants is similar to

that of the native population. The study also demonstrates that the family behaviour of some descendant

groups has gradually become indistinguishable from that of the native French, whereas for other groups

significant differences in family behaviour persist.

Supplementary material for this article is available at: http://dx.doi.org/10.1080/00324728.2022.2049856

Keywords: immigrants; second generation; fertility; partnership; assimilation; multichannel sequence
analysis; life course approach

[Submitted April 2021; Final version accepted December 2021]

Introduction

Family trajectories have become increasingly
complex in Europe, and the link between partner-
ship choices and fertility decisions has changed.
Family formation and childbearing used to be associ-
ated mainly (or only) with marriage. However, with
increased non-marital cohabitation (Sobotka and
Toulemon 2008), separation, divorce, and remar-
riage, the relationship between partnership and ferti-
lity has changed and become more complex. The
proportion of individuals having children while
unpartnered or within cohabitation has increased
(Heuveline et al. 2003). Moreover, family patterns
differ significantly across population groups, by edu-
cation, migrant status, and other socio-demographic
characteristics. As immigrants and their descendants
play an increasing role in the cultural and social

landscape of European societies, it is important to
understand the family dynamics of migrant
populations.
A large number of studies have examined the fer-

tility and partnership behaviour of immigrants and
their descendants. Overall, immigrants (especially
from low-income countries) in Europe exhibit
higher fertility levels than the native born (Milewski
2007, 2010; Kulu and Hannemann 2016a; Andersson
et al. 2017; González-Ferrer et al. 2017; Kulu et al.
2017, 2019; Pailhé 2017; Puur et al. 2017). Immi-
grants often show different partnership patterns
from the native population (Andersson et al. 2015;
Hannemann and Kulu 2015; Pailhé 2015; Rahnu
et al. 2015; González-Ferrer et al. 2016; Kulu and
Hannemann 2016b; Hannemann et al. 2020).
However, most existing studies on immigrants’
family behaviour have investigated either migrant
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marriage or migrant fertility (see Kulu and Milewski
2007; Kulu and González-Ferrer 2014; Kulu and
Hannemann 2016b; Hannemann et al. 2020, for a
review of the literature). Little research has exam-
ined how childbearing and partnership behaviour
are intertwined among migration populations. Fur-
thermore, existing studies have usually investigated
immigrants (Kulu and González-Ferrer 2014),
whereas family patterns of the descendants of immi-
grants have been less studied (Pailhé 2017).
This study addresses two research questions: (1)

How do childbearing and partnership behaviour
evolve and interact over the life course of immi-
grants and their descendants compared with the
native born; and (2) Does the interplay between fer-
tility and partnerships differ by migrant origin and, if
so, how? The simultaneous analysis of partnership
and fertility will provide the opportunity to deter-
mine the pathways that different migrant groups
and generations experience over their family life
course. It will improve our understanding of the
factors influencing immigrants’ family dynamics
and the determinants of their socio-cultural inte-
gration. We use multichannel sequence analysis
(MCSA) to investigate fertility and partnership tra-
jectories simultaneously, for both immigrants and
their descendants. This technique extends the con-
ventional optimal matching analysis (OMA) to
examine multiple life spheres simultaneously. To
the best of our knowledge, this innovative technique
has not been applied to date in research on migrants
and their descendants.
We focus on the family dynamics of immigrants

and immigrants’ descendants in France for two
reasons. First, the diversity of the French population
makes it a relevant case study; not only is the country
home to a significant immigrant population, but
there are also many descendants of immigrants
living in France. Second, the paper exploits a rich
French longitudinal survey named Trajectories and
Origins, which collected information in 2008 on
immigrants, their descendants, and the native
French. The survey contains retrospective biographi-
cal data on individuals’ childbearing histories,
including the month and year of each birth. It also
includes information on individuals’ partnership his-
tories, with the month and year of first and current
co-residential union or marriage and the month
and year of first separation. Finally, it provides
detailed information on individuals’ socio-demo-
graphic characteristics. This allows us to look
closely at fertility and partnership dynamics among
immigrants and their descendants, for both men
and women.

Our study applies MCSA to data from the Trajec-
tories and Origins survey. Individuals are grouped
into different clusters according to the differences
in their family trajectories. This allows us to identify
the main family trajectories of immigrants and their
descendants in France. Individuals are observed
from age 15 to age 35 to facilitate comparison
across different birth cohorts and migrant gener-
ations. Finally, a multinomial logistic regression
model is used to determine associations between
individual socio-demographic characteristics and
the obtained clusters. Our results show important
differences in family-related behaviour between
immigrants, their descendants, and the native
French population. There is also considerable het-
erogeneity in family trajectories across migrant
groups.

Theoretical framework

Family trajectories have become increasingly diverse
in many Western countries (Pinnelli et al. 2002;
Billari 2005; Sobotka and Toulemon 2008;
Thomson 2014). France is no exception: partnership
behaviour has changed significantly since the 1970s
(Beaujouan and Wiles-Portier 2011). Non-tra-
ditional family behaviour—such as living together,
having children outside marriage, divorce, and separ-
ation—has gradually become acceptable in France.
Furthermore, many individuals now experience
more than one cohabiting union or marriage.
Family formation has also been postponed in
recent decades (Testa and Toulemon 2006). An
increasing proportion of individuals have their first
child in a second or subsequent union. The pro-
portions of non-marital births and births in reconsti-
tuted families are growing. Moreover, a larger
proportion of couples with children are separating
than in the past, and more often, individuals who
repartner are already parents. Yet, these changes in
family patterns are not necessarily observed among
all minority populations (Pailhé 2015).

Theories on migration and family dynamics

There are five main hypotheses in the literature
about the relationship between migration and
family dynamics: socialization, selection, disruption,
interrelation of life events, and adaptation (Kulu
2005). The socialization hypothesis (Andersson
2004; Kulu and Milewski 2007) states that the
norms and values that immigrants have been
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exposed to in their upbringing influence their behav-
iour over the life course. According to this hypoth-
esis, immigrants will follow a conservative family
pathway (e.g. children within marriage) and their fer-
tility will be high relative to the native born, since
many come from origin countries with conservative
values. Therefore, the association between marriage
and childbearing will be stronger for them than for
the native population. By contrast, the selection
hypothesis contends that people who move from
one social environment to another may have specific
characteristics that distinguish them from the popu-
lation in the country of origin (Docquier et al.
2017). In particular, they might already be more
inclined to adopt the norms of the destination
country. This could be reflected in a higher likeli-
hood of cohabitation and separation and also in
higher levels of non-marital childbearing. In this
case, the hypothesis predicts that the two domains
—fertility and partnership—will be less intertwined.
The two subsequent hypotheses—the disruption

hypothesis and the hypothesis of interrelation of
life events—focus on the impact of the move itself
(Wolf 2016). The disruption hypothesis posits that
migration is a stressful event that entails significant
economic costs, disconnection of social networks,
and psychological pressure, all of which may affect
fertility and partnership dynamics before and on
arrival in the receiving country (Cantalini and Pani-
chella 2019). The hypothesis of interrelation of life
events states that migration often occurs simul-
taneously with other life events (Mussino and
Strozza 2012). For instance, migrating for family
reunification purposes is often associated with an
increase in fertility (Robards and Berrington
2016). Therefore, these two hypotheses place
emphasis on the time of arrival to explain changes
in both the fertility and partnership trajectories of
immigrants.
Lastly, the adaptation hypothesis (Andersson

2004; Andersson and Scott 2005) considers the
arrival context the most important. This context
involves two dimensions: resources and cultural
norms. The former refers to the living and opportu-
nity costs associated with the host community.
Resources have significant effects on childbearing
and partnership decisions. For instance, housing
quality and size influence family dynamics (Kulu
2005). Poor education and labour market prospects
also impact childbearing and partnership decisions
(Coleman and Dubuc 2010; Lundström and Anders-
son 2012; Dupray and Pailhé 2018). More specifi-
cally, low education and low employment
opportunities are often associated with more

conservative family pathways. The second dimension
of the adaptation theory concerns migrants’ assimila-
tion of the receiving country’s cultural norms. Immi-
grants tend to adopt the host country’s norms, but as
this adaptation to new cultural norms takes time, the
changes are mostly visible across migrant gener-
ations. These changes imply that the descendants of
immigrants will adopt less conservative family be-
haviour than their parents, and thus the link
between childbearing and marriage will become
weaker over time.
In the case of the descendants of immigrants, both

the socialization and adaptation hypotheses help us
to understand their life trajectories. On one hand,
the second generation may grow up under the influ-
ence of a minority subculture and thus exhibit ferti-
lity and partnership dynamics that are similar to
those of their parents but different from the behav-
iour of the native population. On the other hand,
the descendants of immigrants may grow up under
the influence of the mainstream society and thus
show behaviour similar to that of the native popu-
lation (Milewski 2010; De Valk and Milewski 2011;
Kulu and Hannemann 2016b; Hannemann et al.
2020). In fact, the descendants of immigrants often
hold multiple identities (Delaporte 2019). First,
specific family values and norms are expected to
persist among descendants of immigrants. This is
known as their minority identity. This might be
because they willingly remain attached to the tra-
ditions and norms of their parents’ country of
origin or because they want to avoid being socially
sanctioned by members of their own ethnic group.
Second, alongside their minority identity, some chil-
dren of immigrants may adopt the norms of the
majority population. In addition, several other
factors may contribute to shaping an individual’s
identity: for example, social networks, school sociali-
zation, the media, and nation-building policies. As a
result, the descendants of immigrants often exhibit
family patterns that are in between those of immi-
grants and the native born (Kulu and González-
Ferrer 2014).

Differences in partnership trajectories among
immigrant populations

The existing literature compares the partnership
dynamics of immigrants and their descendants with
those of native populations (Hannemann et al.
2020). In the French context, previous studies have
found notable differences in the partnership behav-
iour of immigrants compared with the native born.

Migrant childbearing and partnership trajectories 3



For instance, while cohabitation has become the
dominant mode of partnership formation for the
native French, a large proportion of migrants
marry directly without cohabiting first (Pailhé
2015). There is more heterogeneity among the
second generation in France. Some descendant
groups, particularly those whose parents come from
Southern Europe, exhibit lower marriage rates
than immigrants, and their union formation and dis-
solution patterns are similar to those of the native
population. However, in other groups, such as the
descendants of Turkish or North African immigrants,
a high proportion still marry directly; they also enter
their first union relatively early compared with the
native born.
Differences in partnership trajectories across

migrant groups are also observed in other European
countries. For instance, in Sweden, risks of first mar-
riage formation, divorce, and remarriage are lower
for immigrants from Southern Europe compared
with native Swedes (Bernhardt et al. 2007; Anders-
son et al. 2015). By contrast, immigrants from the
Horn of Africa, Northern Africa, the Arab Middle
East, Iran, and South Asia exhibit elevated levels
of first marriage formation, as well as high rates of
divorce and remarriage (Andersson et al. 2015). In
the UK also, immigrants with different origins
differ from each other in their partnership patterns
(Hannemann and Kulu 2015; Berrington 2020). For
instance, the highest cohabitation and lowest mar-
riage rates are seen among immigrants of Caribbean
origin, whereas cohabitation remains rare among
immigrants from South Asia and their descendants,
as most marry directly (Hannemann and Kulu
2015). Furthermore, immigrants from the Caribbean
region and their descendants show higher divorce
rates than native British women, whereas the
divorce risk is lower for women of South Asian
origin.
In Spain, immigrant women generally display

higher union (particularly cohabitation) formation
rates and higher separation rates compared with
native Spanish women (González-Ferrer et al.
2016). In the Netherlands, immigrants of Turkish
and Moroccan descent prefer younger ages at mar-
riage compared with the native born (De Valk
2006; De Valk and Liefbroer 2007). Lastly, in
Estonia, the difference between migrants and the
native population is most pronounced in the mode
of partnership formation and outcomes of cohabiting
unions, whereas the results pertaining to union dis-
solution reveal no difference between population
groups (Rahnu et al. 2015).

Differences in fertility trajectories among
immigrant populations

A closely related strand of the literature examines
the fertility dynamics of immigrants and their descen-
dants. In most European countries, total fertility is
high among immigrants (Pailhé 2017; Volant et al.
2019) and their fertility rates are elevated in the
first years after migration (Tønnessen and Mussino
2020). Furthermore, immigrants often experience
an earlier transition to parenthood than the native
born (González-Ferrer et al. 2017; Rojas et al.
2018). However, there are clear differences in the
fertility behaviour of immigrants from different
migrant groups (Mussino and Strozza 2012; Impic-
ciatore et al. 2020).
In France, some migrant groups (e.g. Southern

Europeans) exhibit fertility levels similar to those
of the native population, while other ethnic min-
orities (e.g. people of Turkish origin) display higher
fertility (Pailhé 2017). In Italy, the fertility rates of
immigrants from Morocco remain significantly
higher than those of native Italians. By contrast,
other migrant groups exhibit childbearing behaviour
that is closer to that of native Italians. Similarly, in
Germany, research has suggested that immigrants’
transition rates to second and third births vary by
country of origin, being higher among people of
Turkish descent than in other groups (Milewski
2007, 2010; Krapf and Wolf 2016). In Spain, immi-
grants from Latin America hold similar expectations
to native Spaniards in terms of fertility levels (Kraus
and Castro-Martín 2018), while those from North
African countries are more likely to experience tran-
sitions to second and third births (González-Ferrer
et al. 2017). In the UK, there is little variation in
first-birth rates between the native born and descen-
dants of migrants. However, relatively high third-
and fourth-birth rates are responsible for the elev-
ated total fertility among certain descendant
groups, especially women of Pakistani and Bangla-
deshi origin (Coleman and Dubuc 2010; Kulu and
Hannemann 2016a; Wilson 2019).
There is evidence of a convergence towards

native-born fertility levels in several European
countries. However, this is a slow process. For
instance, in the Netherlands, immigrant women of
Turkish andMoroccan origin have adjusted their fer-
tility levels only slowly to the level of native Dutch
women (Garssen and Nicolaas 2008). Still, their fer-
tility is declining (Schoorl 1990). Fertility rates of the
descendants of immigrants, on the other hand, are
virtually the same as those of native Dutch women.
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In Sweden, this convergence is observed for the 1.5
generation, that is, immigrants who arrived in
Sweden as children (Scott and Stanfors 2011; Carls-
son 2018). Most groups exhibit even lower fertility
than native Swedes (Andersson et al. 2017). In
Germany, the fertility patterns of migrant descen-
dants more closely resemble those of West
Germans than those of immigrants (Milewski 2007,
2010; Krapf and Wolf 2016). The influence of
country of origin is also weaker if one parent is
from Germany or if the parents are immigrants
from two different countries (Stichnoth and Yeter
2016). In the Netherlands, the descendants of immi-
grants are much closer to native women in their fer-
tility behaviour than to their mothers (Garssen and
Nicolaas 2008). Lastly in Estonia, Russian migrants’
propensities to have a second and third birth are
lower than for the native population (Puur et al.
2017). This pattern extends to the descendants of
migrants.

Hypotheses

In line with the existing literature, we expect a stron-
ger association between marriage and childbearing
for immigrants than for the native French (Hypoth-
esis 1(a)). Immigrants are expected to exhibit
lower levels of cohabitation, non-marital childbear-
ing, and separation, and also higher levels of fertility
within marriage than the native born. By contrast,
the descendants of immigrants often exhibit patterns
that are in between those of immigrants and the
native population. Therefore, we expect to observe
more heterogeneity in the family trajectories of the
descendants of immigrants and expect their trajec-
tories to be similar to those of the native born
(Hypothesis 1(b)); in other words, the association
between fertility and marriage should be weaker.
A larger proportion of descendants are expected to
have children while unpartnered and within cohabi-
tation compared with immigrants, and we expect
descendants to experience higher levels of
separation.
The existing literature has provided evidence for

significant differences in family behaviour across
migrant groups in France (Pailhé 2015, 2017). There-
fore, for immigrants from countries with conserva-
tive family values (e.g. Turkey and North Africa)
we expect childbearing to be associated mostly
with marriage (Hypothesis 2(a)). By contrast, for
immigrants from countries culturally similar to
France (e.g. other Europeans), we expect childbear-
ing to take place also outside marital unions

(Hypothesis 2(b)). We expect the descendants of
immigrants to exhibit more polarized family patterns
than immigrants. Some groups, such as the children
of Turkish and North African immigrants, are
likely to exhibit family trajectories that closely
resemble those of their parents (Hypothesis 2(c)).
By contrast, we expect the family behaviour of the
children of European immigrants to be similar to
that of the native French (Hypothesis 2(d)).

Data

To investigate the family patterns of immigrants and
their descendants in France, this paper relies on the
Trajectories and Origins survey conducted in 2008
by the French National Institute for Demographic
Studies (INED) and the French National Institute
of Statistics and Economic Studies (INSEE). This
survey provides valuable information on integration
of immigrants and their descendants in France.
Immigrants are identified as individuals born
abroad. The descendants of immigrants are individ-
uals born in metropolitan (mainland) France with
at least one immigrant parent, whereas the native
French are defined as individuals born to two
French-born parents. The survey contains retrospec-
tive biographical data concerning individuals’ ferti-
lity histories, in particular the month and year of
each birth. It also includes information on individ-
uals’ partnership histories: the month and year of
first and current co-residential union or marriage
and the month and year of first separation. Lastly,
the survey provides detailed information about indi-
viduals’ socio-demographic characteristics.
The initial sample consisted of 20,380 individuals.

However, we excluded 1,893 individuals with
missing or inconsistent information in their life his-
tories. This is preferable, since sequences with
missing data are a serious problem for sequence
analysis (Piccarreta and Studer 2019). Nevertheless,
we conducted a sensitivity analysis (see Appendix
A in the supplementary material), which confirmed
that our results are robust to the reduction in
sample size. We also excluded from the analysis
644 individuals who were born in 1990–99, since
they were too young at the time of interview in
2008 to have experienced any significant changes in
their family life. The final sample includes 17,843
individuals (men and women): 7,408 immigrants,
7,392 descendants of immigrants, and 3,043 native
respondents. It should be noted that migrant
groups were oversampled in order to conduct stat-
istically reliable analyses of small groups. We
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observe the full partnership and fertility histories for
all individuals.
Table 1 provides general information about the

composition of the sample. Nearly half of the
sample members are men. The descendants of immi-
grants are, on average, younger than immigrants and
the native French. The immigrants are classified into
groups based on their country of birth, whereas des-
cendants are categorized based on the country of
birth of their parents. Specifically, descendants are
classified into the origin group of their parents if
both parents are immigrants and were born in the
same region. Otherwise, they are classified into the
origin group of their father/mother if only one is a
migrant. The descendants of immigrants with
parents born in different regions (5 per cent) are
not included in specific origin groups to avoid any
bias resulting from mixed backgrounds. Immigrants
come mostly from North Africa (26 per cent), sub-
Saharan Africa (20 per cent), and Southern Europe
(17 per cent); for the descendants of immigrants,
the main groups are North Africans (32 per cent)
and Southern Europeans (31 per cent). Four birth
cohorts are examined: individuals born in 1948–59,
1960–69, 1970–79, and 1980–89.

Methods

The standard applications of OMA have been
limited to one dimension at a time. To study fertility
and partnership trajectories simultaneously, the
analysis requires an extension of the usual OMA to
multiple life spheres. This is possible with the
MCSA technique. This method has a number of
advantages (Spallek et al. 2014). First, MCSA
accounts simultaneously for local interdependencies
among different social statuses present at each point
of the alignment process for all channels. As a result,
it provides more reliable alignments than two inde-
pendent OMAs (Gauthier et al. 2010). Second,
MCSA offers practical improvements towards visua-
lizing parallel processes occurring in various life
spheres (Piccarreta and Lior 2010).
To carry out this analysis, each individual’s life

course was represented by a sequence of states,
which were recorded for each month, from the
month when an individual became 15 until the
month when the interview was conducted. For the
purpose of this study, sequences were constructed
for each of the two life domains: fertility and partner-
ship. Fertility status is based on the following

Table 1 Sample composition: immigrants, descendants, and native population

Immigrants Descendants of immigrants Native population

Frequency Percentage Frequency Percentage Frequency Percentage

Male 3,456 47 3,512 48 1,418 47
Female 3,952 53 3,880 52 1,625 53
Region of origin
North Africa1 1,802 24 2,235 30 – –

Sub-Saharan Africa2 1,400 19 828 11 – –

South East Asia3 997 13 615 8 – –

Turkey 794 11 377 5 – –

Southern Europe4 1,224 17 2,234 30 – –

Other Europe5 831 11 669 9 – –

Birth cohort
1948–59 2,109 28 381 5 638 21
1960–69 2,217 30 1,369 18 875 29
1970–79 2,075 28 2,266 31 794 26
1980–89 1,007 14 3,376 46 736 24
N = 17,843 individuals 7,408 100 7,392 100 3,043 100
1‘North Africa’ refers to Algeria, Morocco, and Tunisia.
2‘Sub-Saharan Africa’ refers to Senegal, Mauritania, the Gambia, Guinea-Bissau, Guinea, Mali, Burkina Faso, Niger, Chad, Ivory Coast,
Ghana, Togo, Benin, Nigeria, Cameroon, Central African Republic, Gabon, Republic of the Congo, DRC, and Equatorial Guinea.
3‘South East Asia’ refers to Vietnam, Laos, and Cambodia.
4‘Southern Europe’ refers to Portugal, Italy, Spain, Greece, Cyprus, and Malta.
5‘Other Europe’ refers to Austria, Germany, Luxembourg, Denmark, Sweden, Finland, United Kingdom, Ireland, Belgium, the
Netherlands, Bulgaria, Estonia, Hungary, Latvia, Lithuania, Poland, Czech Republic, Romania, Slovenia, and Slovakia.
Notes: Among immigrants, we do not report smaller origin groups (these groups constitute 5 per cent of all immigrants). Among the
descendants of immigrants, those with parents born in different regions (5 per cent) are not included in specific origin groups to avoid
any bias resulting from mixed backgrounds.
Source: Trajectories and Origins survey 2008, France; authors’ own calculations.
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categories: ‘childless’, ‘one child’, ‘two children’,
‘three children’, and ‘four children or more’. Partner-
ship states are categorized as ‘single’, ‘first cohabita-
tion, ‘first marriage’, ‘separation’, ‘repartnered,
cohabiting’, and ‘repartnered, married’.
Due to the large number of possible combinations

of states, few individuals experience the exact same
sequence of states. To simplify the inspection of the
most typical patterns in the data, we first used a dis-
similarity measure. We computed the distance
between pairs of sequences by identifying how
similar they were in terms of the number, order,
and duration of states. Using this method, the dissim-
ilarity between two sequences is then calculated by
taking into account three possible operations:
replacement (one state is replaced by another),
insertion (an additional state is added to the
sequence), and deletion (a state is deleted from the
sequence). A certain cost is attached to each oper-
ation. The distance between two sequences is thus
defined by the minimum cost of the operations
(replacement, insertion, or deletion) that is required
for two sequences to become identical (Abbott 1995;
Abbott and Tsay 2000; Billari 2001; Barban and
Billari 2012; Mikolai and Lyons-Amos 2017). These
distances are stored in a dissimilarity matrix.
At this stage, the researcher must make a

number of decisions which can influence the
results. For instance, the choice of distance
measure and the definition of the costs attached
to different operations can be arbitrary (Wu 2000;
Lesnard 2010; Studer and Ritschard 2016). Regard-
ing the dissimilarity measure, we used optimal
matching with a cost of ‘1’ for insertion and del-
etion operations (indel costs), while for substitution
operations, a substitution-cost matrix was con-
structed using the transition rates between states
observed in the sequence data. However, given
the limitations of using data-driven costs and to
make sure that our results hold, we conducted
additional analyses. More specifically, we used the
longest common subsequence (LCS) measure,
which is a measure that is sensitive to spell dur-
ations. This allowed us to investigate duration of
marriage and the delay between marriage and
birth of the first child, which are important features
when studying differences in family formation tra-
jectories. This analysis led to similar results to the
main analysis (see Figure B1, Appendix B in the
supplementary material,).
Moreover, due to the right-censored data, we

observed some variation in the length of sequences.
This needed to be addressed, since censored
sequences are a serious issue for sequence analysis

(Piccarreta and Studer 2019). We examined the pro-
portion of right-censored life histories in the
sequence data when including all individuals irre-
spective of their birth cohort (those born between
1948 and 1989). Unsurprisingly, the longest
sequences were for the 1950 cohort while the short-
est sequences were for the 1980 cohort. Overall, the
highest proportion of right-censored individuals was
found among the descendants of immigrants, since
they are the youngest in our sample. When observing
all individuals from age 15 to age 50, the proportion
of missing states was 39 per cent (Figure B2, Appen-
dix B in the supplementary material). To minimize
the issue of censored sequences, we decided to
examine all individuals from age 15 to age 35. This
resulted in only 19 per cent of states missing
(Figure B3, Appendix B in the supplementary
material).
We then conducted hierarchical cluster analysis on

the dissimilarity matrix to partition cases into groups
with similar family trajectories. For the clustering, we
used Ward’s method because it typically produces
usable and relatively evenly sized clusters compared
with other clustering methods (Helske et al. 2018).
We also decided to retain four cluster solutions,
based on the dendrogram (Figure B4, Appendix B
in the supplementary material), goodness-of-fit stat-
istics, and interpretability of the clusters. Lastly, once
individuals had been classified into different clusters,
a multinomial logistic regression model was used to
analyse how individual socio-demographic charac-
teristics predict belonging to a specific cluster.
More specifically, the following equation was esti-
mated:

ln
p(Clusteri = m)
p(Clusteri = 1)

= /m +
∑K

k=1

bmkXik (1)

where the dependent variable Clusteri is an unor-
dered categorical variable, with m potential out-
comes (one for each cluster). The base outcome or
reference category is the trajectory of Cluster
1. Xik represents a set of explanatory variables for
individual i and outcome k. To avoid anticipatory
analysis, Xik includes only time-constant variables,
such as sex, birth cohort, and migrant origin.

Results

Descriptive analysis

Figure 1 presents the state distribution plots by birth
cohort separately for: (a) immigrants; (b) their

Migrant childbearing and partnership trajectories 7



descendants; and (c) the native population. The
upper panels represent individuals’ fertility trajec-
tories, while the lower panels show the partnership
trajectories. Each state is represented by a different

colour. In addition, Figures C1 and C2 (Appendix
C in the supplementary material) provide the state
distribution plots for immigrants and their descen-
dants separately by origin group.
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There are significant differences between immi-
grants, their descendants, and the native born
(Figure 1). In particular, immigrants exhibit more
conservative family behaviour compared with des-
cendants and the native French. A large share of
immigrants marry early and remain married; they
also have more children (Figure 1(a)). By contrast,
the native French are more likely to be in a co-resi-
dential union, to separate, to repartner, and to
exhibit lower fertility levels (Figure 1(c)). The des-
cendants of immigrants display partnership and ferti-
lity patterns that are in between those of immigrants
and the native born: some experience cohabitation,
while some separate and repartner (Figure 1(b)).
The changes over time are similar across popu-

lation groups: individuals born in the 1950s were the
most likely to marry early and to remain married
among all three groups. They exhibited higher levels
of fertility than individuals from younger cohorts.
By contrast, individuals in younger cohorts tended

to enter a non-marital union first and have children
at a later stage in the life course. Furthermore, over
time, there has been an increase in separation, as
well as in the proportion of individuals who repartner.
Although these changes have occurred in all three
groups, they are more pronounced among the native
French than immigrants.
We also evaluated the extent to which the two life

domains are related, by calculating the global Cron-
bach’s / following Piccarreta (2017). If / is close to
‘1’, this indicates that individuals who are similar in
the childbearing domain are also similar in the part-
nership domain. In other words, it implies that
specific childbearing life courses will be uniquely
linked to specific partnership trajectories. By con-
trast, if / is close to ‘0’, it indicates that individuals
with similar childbearing life courses tend to experi-
ence a wide range of different partnership situations,
that is, there is no systematic (linear) association.
Overall, the analysis showed that / was equal to

Figure 1 State distribution plots of childbearing and partnership trajectories for all individuals (men and
women) from age 15 to age 35, by migrant generation and birth cohort, France
Notes: The chart shows the distribution of states over time by birth cohort separately for: (a) immigrants; (b) descendants of
immigrants; and (c) the native French. The upper panels show childbearing trajectories and the lower panels show partner-
ship trajectories. From left to right, the panels represent individuals born in the 1950s (including those born in 1948 and
1949), 1960s, 1970s, and 1980s, respectively.
Source: Trajectories and Origins survey 2008; authors’ own calculations.
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0.65 for immigrants, 0.78 for the descendants of
immigrants, and 0.63 for the native French. This
suggests that, overall, there is a strong association
between childbearing and partnership trajectories
in the study population. (We also report the results
separately for different population groups in Figure
C3, Appendix C, supplementary material.)

Cluster analysis

To investigate the family trajectories of immigrants
and their descendants, we present first the results
of cluster analysis and then results from a multino-
mial logistic regression model to explore to what
extent different groups belong to different clusters.
As mentioned previously, migrant groups were over-
sampled in order to conduct statistically reliable ana-
lyses of small groups. Therefore, we used sampling
weights in our analysis. This was performed by
using the WeightedCluster package available in R
(Studer 2013).

The results reported in Figure 2 reveal different
types of individual family trajectories. The figure
shows the distribution of fertility and partnership
states as individuals age. As for Figure 1, different
colours depict different states. The upper panels
(dimension a) represent individuals’ fertility trajec-
tories, while the lower panels (dimension b) illustrate
the partnership trajectories. Our observation
window is from age 15 to age 35. Each cluster
should be described and interpreted by looking at
both dimensions.
Cluster 1 (12 per cent of individuals) represents

the family life that is the most conservative among
the four clusters. It consists of individuals who
marry at an early age and remain married. Most
have three or more children by their mid-thirties.
Cluster 2 (27 per cent) represents a family life
where individuals enter into a co-residential union
or marriage relatively early. Some experience separ-
ation by age 35. The large majority have two children
by their mid-thirties. Cluster 3 (43 per cent) is the
largest and is composed mostly of individuals who

Figure 2 State distribution plots of childbearing and partnership trajectories for individuals from age 15 to age
35 in France: four-cluster solution
Notes: The chart shows the distribution of states over time from age 15 to age 35 for each cluster. The upper panels show
childbearing trajectories and the lower panels show partnership trajectories. Cluster 1 represents 12 per cent of the individ-
uals, Cluster 2 represents 27 per cent, Cluster 3 represents 43 per cent, and Cluster 4 represents 19 per cent. These are
weighted estimates. This four-cluster solution is based on the optimal matching distance measure, with substitution costs
based on transition rates and indel cost of ‘1’ and Ward’s clustering method.
Source: As for Figure 1.
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Figure 3 Family dynamics at ages 15–35 and individual characteristics: average marginal effects by cluster,
France
Notes: 1G refers to first-generation migrants and shows own country of origin; 2G refers to the second generation (descen-
dants) and shows parental country of origin. The dots represent the average marginal effects and the bars, the 95 per cent
confidence intervals.
Source: As for Figure 1.
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stay single and childless at the beginning of their
twenties. Few individuals experience cohabitation.
However, many are married by their late twenties.
The majority have one or two children by age 35.
Briefly, this cluster is relatively similar to Cluster 2
except that individuals experience partnership and
family formation later in their lives and generally
do not experience separation. Lastly, Cluster 4 (19
per cent) represents a family life where most individ-
uals remain single and childless until their early
thirties. A few experience cohabitation or are
married by age 35. However, the large majority
remain childless by age 35.

Multivariate results

A multinomial logistic regression model was used to
analyse how the family life trajectories are associ-
ated with individuals’ migrant status and socio-
demographic characteristics. Figure 3 presents the
average marginal effects. We name the different clus-
ters: Cluster 1 stands for an early and long-standing
marriage with a large family; Cluster 2 refers to
early marriage and separation with two children;
Cluster 3 refers to late marriage with one or two chil-
dren; and lastly, Cluster 4 stands for single and
childless.
The results in Figure 3(a) show that women are

more likely to be married with high levels of fertility
by age 35 (Cluster 1) compared with their male
counterparts. Unsurprisingly, individuals from the
most recent cohorts are less likely to experience an
early and long-standing marriage compared with
older cohorts. The younger cohorts are more likely
to be in a later marriage with one or two children
(Cluster 3). Immigrants, especially from Turkey, are
more likely than the native born to marry early, to
remain married, and to have a large family by age
35 (Cluster 1, Figure 3(b)). Compared with the
native population, immigrants are much less likely
to experience separation (Cluster 2), except for
those from Southern European countries.
There are some differences across migrant groups.

Interestingly, North African, sub-Saharan African,
and South East Asian immigrants are also more
likely to be single and childless (Cluster 4) by age
35 compared with the native French population.
European immigrants are more likely to follow
similar family trajectories to the native population.
Among the descendants of immigrants, the children
of North African, sub-Saharan African, and South
East Asian immigrants are most likely to be single
and childless by age 35. By contrast, the children of

Turkish immigrants are significantly more likely to
be in an early and long-standing marriage and to
have a large family by age 35 (Cluster 1). Lastly,
the descendants of Southern and other European
immigrants exhibit similar patterns to the native
born.
These results largely support our hypotheses. First,

immigrants are more likely to follow conservative
family trajectories (Hypothesis 1(a)). This is
especially the case for Turkish immigrants (Hypoth-
esis 2(a)). Southern European and especially other
European immigrants display family trajectories
that are closer to those of the native population
(Hypothesis 2(b)). Second, the descendants of immi-
grants exhibit more diverse (and even polarized)
family patterns compared with immigrants (Hypoth-
esis 1(b)). The descendants of Turkish immigrants
follow family trajectories similar to those of their
parents (Hypothesis 2(c)); by contrast, the descendants
of European immigrants are close to the native born in
their family behaviour (Hypothesis 2(d)).

Conclusion

This paper has examined the fertility and partnership
dynamics of immigrants and their descendants over
the life course. We used the MCSA technique to
examine individuals’ fertility and partnership trajec-
tories simultaneously. We applied the novel tech-
nique to data from the Trajectories and Origins
survey, a rich data set from France. Individuals
were grouped into different clusters according to
the dissimilarities in their partnership and fertility
trajectories. This allowed us to identify the main
family trajectories of immigrants and their descen-
dants in France. A multinomial logistic regression
model was used to investigate associations between
individual socio-demographic characteristics and
the obtained clusters.
The results showed important differences in

family-related behaviour between immigrants, their
descendants, and the native French. There was also
considerable heterogeneity in family trajectories
across migrant groups. Immigrants were more
likely to marry early, to stay married, and to have a
large family compared with the native born. This
was especially the case for Turkish immigrants. Inter-
estingly, North African, sub-Saharan African, and
South East Asian immigrants were also more likely
to remain single and childless, suggesting the pres-
ence of diversity within these groups. The descen-
dants of immigrants exhibited family patterns that
were more similar to those of the native French.
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However, there were still significant differences
between descendant groups. The children of
Turkish immigrants exhibited conservative family
trajectories: they were relatively more likely to
marry early and have a large family, whereas the des-
cendants of sub-Saharan African and South East
Asian immigrants were more likely to be single
and childless by age 35. By contrast, the descendants
of European immigrants followed patterns similar to
those of the native born.
The results confirmed our expectations: overall,

immigrants and some descendant groups are more
likely than the native born to exhibit conservative
family behaviours, where childbearing is mostly
associated with marriage. However, there are differ-
ences across migrant groups. While high fertility
within marriage remains the norm for Turkish immi-
grants, European immigrants exhibit less conserva-
tive family life trajectories. Significant differences
across groups also characterize immigrants’ descen-
dants. On one hand, the children of Turkish immi-
grants exhibit fertility and partnership patterns that
are similar to those of their parents and different
from the behaviour of the native population. On
the other hand, the descendants of Southern Euro-
pean immigrants show behaviour similar to that of
the native population.
These results remained even after controlling for

other factors that could explain the family behaviour
of immigrants and their descendants (additional
analysis not reported). For instance, individuals who
migrate for family reunification often exhibit different
family trajectories from those who move for employ-
ment reasons. However, after controlling for
migration motives, the results did not change signifi-
cantly. Similarly, family background is likely to
matter for the descendants of immigrants: having
two immigrant parents (rather than only one) influ-
ences their family behaviour of the descendants. The
differences between descendant groups remained
even after controlling for family background.
Similar results were also found after controlling for
the number of siblings and level of religiosity. Lastly,
an important issue to explore is whether there are
differences between men and women. The results
obtained from the multinomial logistic regression
model indicated that women follow slightly more con-
servative family pathways than men, and these pat-
terns are also likely to vary by migrant group.
Overall, the study findings are consistent with the

increasing diversity of family forms in France and
the view that immigrants contribute to existing het-
erogeneity. There are groups who follow conserva-
tive family formation pathways (where

childbearing is mostly associated with marriage)
and there are groups who experience non-marital
childbearing, separation, and two or more unions.
Our results seem to support the theory that sociali-
zation factors still play an important role in the part-
nership pathways of immigrants, especially in the
type of union (marriage vs cohabitation) and union
outcomes (e.g. separation or childbearing). This
suggests that cultural and normative factors are
important determinants of family trajectories,
although they do not necessarily undermine the
role of resources. The family pathways of the des-
cendants of immigrants are in between those of
immigrants and the native population. For those
groups for whom the differences between immi-
grants and the native born are small, the family pat-
terns of descendants have become indistinguishable
from those of the native French, whereas for others,
especially those whose parents came from countries
with conservative family forms, they still resemble
the patterns of immigrants. The results thus
suggest that the mainstream society has shaped
family trajectories for all descendant groups, but
for some groups minority subculture has also
played an important role. Nevertheless, we can
expect the differences between the native French
and descendants of immigrants to be even smaller
in the next generation, although some diversity of
family forms is still expected to persist within
French society.
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Depressed fertility among descendants of immigrants
in Sweden, Demographic Research 36: 1149–1184.
https://doi.org/10.4054/DemRes.2017.36.39

Andersson, G. andK. Scott. 2005. Labour-market status and
first-time parenthood: The experience of immigrant
women in Sweden, 1981-97, Population Studies 59(1):
21–38. https://doi.org/10.1080/0032472052000332683

Barban, N. and F. C. Billari. 2012. Classifying life course
trajectories: A comparison of latent class and sequence
analysis, Journal of the Royal Statistical Society: Series C
(Applied Statistics) 61(5): 765–784. https://doi.org/10.
1111/j.1467-9876.2012.01047.x

Beaujouan, É. and E. Wiles-Portier. 2011. Second-union
fertility in France: Partners’ age and other factors,
Population 66(2): 239–273. https://doi.org/10.3917/
pope.1102.0239

Bernhardt, E., C. Goldscheider, F. Goldscheider, and G.
Bjerén. 2007. Immigration, Gender, and Family

Transitions to Adulthood in Sweden. Lanham:
University Press of America.

Berrington, A. 2020. Expectations for family transitions in
young adulthood among the UK second generation,
Journal of Ethnic and Migration Studies 46(5): 913–
935. https://doi.org/10.1080/1369183X.2018.1539276

Billari, F. C. 2001. Sequence analysis in demographic
research, Canadian Studies in Population 28(2): 439–
458. https://doi.org/10.25336/P6G30C

Billari, F. C. 2005. Partnership, childbearing and parenting:
Trends of the 1990s, in M. Macura, A. L. MacDonald,
and W. Haug (eds), The New Demographic Regime,

Population Challenges and Policy Responses, Chap. 5.
Geneva: United Nations, pp. 63–94.

Cantalini, S. and N. Panichella. 2019. The fertility of male
immigrants: A comparative study on six Western
European countries, European Societies 21(1): 101–
129. https://doi.org/10.1080/14616696.2018.1511820

Carlsson, E. 2018. Fertility intentions across immigrant
generations in Sweden: Do patterns of adaptation
differ by gender and origin?, Comparative Population

Studies 43. https://doi.org/10.12765/CPoS-2019-02
Coleman, D. A. and S. Dubuc. 2010. The fertility of ethnic

minorities in the UK, 1960s-2006, Population Studies 64
(1): 19–41. https://doi.org/10.1080/00324720903391201

Delaporte, I. 2019. Ethnic identity and the employment
outcomes of immigrants: Evidence from France,
CESifo Working Paper No. 7651.

De Valk, H. A. G. 2006. Pathways into Adulthood. A
Comparative Study on Family Life Transitions among
Migrant and Dutch Youth. Thela thesis, Utrecht
University.

De Valk, H. A. G. and A. C. Liefbroer. 2007. Parental
influence on union formation preferences among
Turkish, Moroccan, and Dutch adolescents in the
Netherlands, Journal of Cross-Cultural Psychology 38
(4): 487–505. https://doi.org/10.1177/0022022107302316

De Valk, H. A. G. and N. Milewski. 2011. Family life tran-
sitions among children of immigrants: An introduction,
Advances in Life Course Research 16(4): 145–151.
https://doi.org/10.1016/j.alcr.2011.10.001

Docquier, F., A. Tansel, and R. Turati. 2017. Do emigrants
self-select along cultural traits? Evidence from the
MENA countries, International Migration Review.
https://doi.org/10.1177/0197918319849011

Dupray, A. and A. Pailhé. 2018. Does employment uncer-
tainty particularly impact fertility of children of North
African immigrants in France? A gender perspective,
Journal of Ethnic and Migration Studies 44(3): 401–
424. https://doi.org/10.1080/1369183X.2017.1313107

Garssen, J. and H. Nicolaas. 2008. Fertility of Turkish and
Moroccan women in the Netherlands: Adjustment to
native level within one generation, Demographic

Research 19: 1249–1280. https://doi.org/10.4054/
DemRes.2008.19.33

Gauthier, J.-A., E. D. Widmer, P. Bucher, and C.
Notredame. 2010. Multichannel sequence analysis
applied to social science data, Sociological

Methodology 40(1): 1–38. https://doi.org/10.1111/j.
1467-9531.2010.01227.x

González-Ferrer, A., T. Castro Martín, E. Kraus, and T.
Eremenko. 2017. Childbearing patterns among immi-
grant women and their daughters in Spain: Over-adap-
tation or structural constraints?, Demographic

Research 37: 599–634. https://doi.org/10.4054/DemRes.
2017.37.19

14 Isaure Delaporte and Hill Kulu

http://orcid.org/0000-0003-0279-2032
http://orcid.org/0000-0003-0279-2032
http://orcid.org/0000-0001-8808-0719
https://doi.org/10.1146/annurev.so.21.080195.000521
https://doi.org/10.1146/annurev.so.21.080195.000521
https://doi.org/10.1177/0049124100029001001
https://doi.org/10.1177/0049124100029001001
https://doi.org/10.1111/j.1747-7379.2004.tb00216.x
https://doi.org/10.1111/j.1747-7379.2004.tb00216.x
https://doi.org/10.4054/DemRes.2015.33.2
https://doi.org/10.4054/DemRes.2017.36.39
https://doi.org/10.1080/0032472052000332683
https://doi.org/10.1111/j.1467-9876.2012.01047.x
https://doi.org/10.1111/j.1467-9876.2012.01047.x
https://doi.org/10.3917/pope.1102.0239
https://doi.org/10.3917/pope.1102.0239
https://doi.org/10.1080/1369183X.2018.1539276
https://doi.org/10.25336/P6G30C
https://doi.org/10.1080/14616696.2018.1511820
https://doi.org/10.12765/CPoS-2019-02
https://doi.org/10.1080/00324720903391201
https://doi.org/10.1177/0022022107302316
https://doi.org/10.1016/j.alcr.2011.10.001
https://doi.org/10.1177/0197918319849011
https://doi.org/10.1080/1369183X.2017.1313107
https://doi.org/10.4054/DemRes.2008.19.33
https://doi.org/10.4054/DemRes.2008.19.33
https://doi.org/10.1111/j.1467-9531.2010.01227.x
https://doi.org/10.1111/j.1467-9531.2010.01227.x
https://doi.org/10.4054/DemRes.2017.37.19
https://doi.org/10.4054/DemRes.2017.37.19


González-Ferrer, A., T. Hannemann, and T. Castro-
Martín. 2016. Partnership formation and dissolution
among immigrants in the Spanish context,
Demographic Research 35: 1–30. https://doi.org/10.
4054/DemRes.2016.35.1

Hannemann, T. and H. Kulu. 2015. Union formation and
dissolution among immigrants and their descendants
in the United Kingdom, Demographic Research 33:
273–312. https://doi.org/10.4054/DemRes.2015.33.10

Hannemann, T., H. Kulu, A. González-Ferrer, A. Pailhé, L.
Rahnu, A. Puur. 2020. Partnership dynamics among
immigrants and their descendants in four European
countries, Population, Space and Place: e2315. https://
doi.org/10.1002/psp.2315

Helske, S., J. Helske, and M. Eerola. 2018. Combining
sequence analysis and hidden Markov models in the
analysis of complex life sequence data, in G.
Ritschard & M. Studer (eds), Sequence Analysis and

Related Approaches. Cham: Springer, pp. 185–200.
https://doi.org/10.1007/978-3-319-95420-2

Heuveline, P., J. M. Timberlake, and F. F. Furstenberg Jr.
2003. Shifting childrearing to single mothers: Results
from 17 western countries, Population and

Development Review 29(1): 47–71. https://doi.org/10.
1111/j.1728-4457.2003.00047.x

Impicciatore, R., G. Gabrielli, and A. Paterno. 2020.
Migrants’ fertility in Italy: A comparison between origin
and destination, European Journal of Population: 1–27.
https://doi.org/10.1007/s10680-019-09553-w

Krapf, S., and K.Wolf. 2016. Persisting differences or adap-
tation to German fertility patterns? First and second
birth behavior of the 1.5 and second generation
Turkish migrants in Germany, in Social Demography

Forschung an der Schnittstelle von Soziologie und

Demografie. Wiesbaden: Springer VS, pp. 137–164.
https://doi.org/10.1007/s11577-015-0331-8

Kraus, E. K. and T. Castro-Martín. 2018. Does migrant
background matter for adolescents’ fertility prefer-
ences? The Latin American 1.5 generation in Spain,
European Journal of Population 34(3): 277–312.
https://doi.org/10.1007/s10680-017-9427-3

Kulu, H. 2005. Migration and fertility: Competing hypoth-
eses re-examined, European Journal of Population 21:
51–87. https://doi.org/10.1007/s10680-005-3581-8

Kulu, H. and A. González-Ferrer. 2014. Family dynamics
among immigrants and their descendants in Europe:
Current research and opportunities, European Journal

of Population 30(4): 411–435. https://doi.org/10.1007/
s10680-014-9322-0

Kulu, H. and T. Hannemann. 2016a. Why does fertility
remain high among certain UK-born ethnic minority
women?, Demographic Research 35: 1441–1488.
https://doi.org/10.4054/DemRes.2016.35.49

Kulu, H. and T. Hannemann. 2016b. Introduction to
research on immigrant and ethnic minority families in
Europe, Demographic Research 35: 31–46. https://doi.
org/10.4054/DemRes.2016.35.2

Kulu, H., T. Hannemann, A. Pailhé, K. Neels, S. Krapf, A.
González-Ferrer, and G. Andersson. 2017. Fertility by
birth order among the descendants of immigrants in
selected European countries, Population and

Development Review 43(1): 31–60. https://doi.org/10.
1111/padr.12037

Kulu, H. and N. Milewski. 2007. Family change and
migration in the life course: An introduction,
Demographic Research 17(19): 567–590. https://doi.
org/10.4054/DemRes.2007.17.19

Kulu,H.,N.Milewski, T.Hannemann, and J.Mikolai. 2019.A
decade of life-course research on fertility of immigrants
and their descendants in Europe,Demographic Research

40: 1345–1374. https://doi.org/10.4054/DemRes.2019.40.46
Lesnard, L. 2010. Setting cost in optimal matching to

uncover contemporaneous socio-temporal patterns,
Sociological Methods & Research 38(3): 389–419.
https://doi.org/10.1177/0049124110362526

Lundström, K. E. and G. Andersson. 2012. Labor-market
status, migrant status and first childbearing in
Sweden, Demographic Research 27: 719–742. https://
doi.org/10.4054/DemRes.2012.27.25

Mikolai, J. and M. J. Lyons-Amos. 2017. Longitudinal
methods for life course research: A comparison of
sequence analysis, latent class growth models, and mul-
tistate event history models for studying partnership
transitions, Longitudinal and Life Course Studies 8(2):
191–208. https://doi.org/10.14301/llcs.v8i2.415

Milewski, N. 2007. First child of immigrant workers and their
descendants in West Germany: Interrelation of events,
disruption, or adaptation?, Demographic Research 17:
859–896. https://doi.org/10.4054/DemRes.2007.17.29

Milewski, N. 2010. Immigrant fertility in West Germany: Is
there a socialization effect in transitions to second and
third births?, European Journal of Population 26(3):
297–323. https://doi.org/10.1007/s10680-010-9211-0

Mussino, E. and S. Strozza. 2012. The fertility of immi-
grants after arrival: The Italian case, Demographic

Research 26: 99–130. https://doi.org/10.4054/DemRes.
2012.26.4

Pailhé, A. 2015. Partnership dynamics across generations
of immigration in France: Structural vs. cultural
factors, Demographic Research 33: 451–498. https://
doi.org/10.4054/DemRes.2015.33.16

Pailhé, A. 2017. The convergence of second-generation
immigrants’ fertility patterns in France: The role of
sociocultural distance between parents’ and host
country, Demographic Research 36: 1361–1398. https://
doi.org/10.4054/DemRes.2017.36.45

Migrant childbearing and partnership trajectories 15

https://doi.org/10.4054/DemRes.2016.35.1
https://doi.org/10.4054/DemRes.2016.35.1
https://doi.org/10.4054/DemRes.2015.33.10
https://doi.org/10.1002/psp.2315
https://doi.org/10.1002/psp.2315
https://doi.org/10.1007/978-3-319-95420-2
https://doi.org/10.1111/j.1728-4457.2003.00047.x
https://doi.org/10.1111/j.1728-4457.2003.00047.x
https://doi.org/10.1007/s10680-019-09553-w
https://doi.org/10.1007/s11577-015-0331-8
https://doi.org/10.1007/s10680-017-9427-3
https://doi.org/10.1007/s10680-005-3581-8
https://doi.org/10.1007/s10680-014-9322-0
https://doi.org/10.1007/s10680-014-9322-0
https://doi.org/10.4054/DemRes.2016.35.49
https://doi.org/10.4054/DemRes.2016.35.2
https://doi.org/10.4054/DemRes.2016.35.2
https://doi.org/10.1111/padr.12037
https://doi.org/10.1111/padr.12037
https://doi.org/10.4054/DemRes.2007.17.19
https://doi.org/10.4054/DemRes.2007.17.19
https://doi.org/10.4054/DemRes.2019.40.46
https://doi.org/10.1177/0049124110362526
https://doi.org/10.4054/DemRes.2012.27.25
https://doi.org/10.4054/DemRes.2012.27.25
https://doi.org/10.14301/llcs.v8i2.415
https://doi.org/10.4054/DemRes.2007.17.29
https://doi.org/10.1007/s10680-010-9211-0
https://doi.org/10.4054/DemRes.2012.26.4
https://doi.org/10.4054/DemRes.2012.26.4
https://doi.org/10.4054/DemRes.2015.33.16
https://doi.org/10.4054/DemRes.2015.33.16
https://doi.org/10.4054/DemRes.2017.36.45
https://doi.org/10.4054/DemRes.2017.36.45


Piccarreta, Raffaella. 2017. Joint sequence analysis:
Association and clustering, Sociological Methods &

Research 46(2): 252–287. https://doi.org/10.1177/
0049124115591013

Piccarreta, R. and O. Lior. 2010. Exploring sequences: A
graphical tool based on multi-dimensional scaling,
Journal of the Royal Statistical Society: Series A

(Statistics in Society) 173(1): 165–184. https://doi.org/
10.1111/j.1467-985X.2009.00606.x

Piccarreta, R. and M. Studer. 2019. Holistic analysis of the
life course: Methodological challenges and new per-
spectives, Advances in Life Course Research 41:
100251. https://doi.org/10.1016/j.alcr.2018.10.004

Pinnelli, A., A. De Rose, P. Di Giulio, and A. Rosina. 2002.
Interrelationships between partnership and fertility be-
haviour, in M. Macura, and G. Beets (eds),Dynamics of

fertility and partnership in Europe. Insights and lessons

from comparative research, Volume I. United Nations.
Puur, A., L. Rahnu, L. Abuladze, L. Sakkeus, and S.

Zakharov. 2017. Childbearing among first- and
second-generation Russians in Estonia against the
background of the sending and host countries,
Demographic Research 36: 1209–1254. https://doi.org/
10.4054/DemRes.2017.36.41

Rahnu, L., A. Puur, L. Sakkeus, and M. Klesment. 2015.
Partnership dynamics among migrants and their des-
cendants in Estonia, Demographic Research 32: 1519–
1566. https://doi.org/10.4054/DemRes.2015.32.56

Robards, J. and A. Berrington. 2016. The fertility of recent
migrants to England andWales,Demographic Research

34: 1037–1052. https://doi.org/10.4054/DemRes.2016.34.
36

Rojas, E., L. Bernardi, and F. Schmid. 2018. First and
second births among immigrants and their descendants
in Switzerland, Demographic Research 38: 247–286.
https://doi.org/10.4054/DemRes.2018.38.11

Schoorl, J. J. 1990. Fertility adaptation of Turkish and
Moroccan women in the Netherlands, International

Migration 28(4): 477–495. https://doi.org/10.1111/j.
1468-2435.1990.tb00493.x

Scott, K. and M. Stanfors. 2011. The transition to parent-
hood among the second generation: Evidence from
Sweden, 1990–2005, Advances in Life Course Research

16(4): 190–204. https://doi.org/10.1016/j.alcr.2011.09.003
Sobotka, T. and L. Toulemon. 2008. Overview Chapter 4:

Changing family and partnership behaviour: Common
trends and persistent diversity across Europe,

Demographic Research 19(6): 85–138. https://doi.org/
10.4054/DemRes.2008.19.6

Spallek,M.,M.Haynes, andA. Jones. 2014. Holistic housing
pathways for Australian families through the childbear-
ing years, Longitudinal and Life Course Studies 5(2):
205–226. https://doi.org/10.14301/llcs.v5i2.276

Stichnoth, H. and M. Yeter. 2016. Cultural influences on
the fertility behavior of first-and second-generation
immigrants, Journal of Demographic Economics 82
(3): 281–314. https://doi.org/10.1017/dem.2016.11

Studer, Matthias. 2013. WeightedCluster library manual: A
practical guide to creating typologies of trajectories in
the social sciences with R.

Studer, M. and G. Ritschard. 2016. What matters in differ-
ences between life trajectories: A comparative review
of sequence dissimilarity measures, Journal of the

Royal Statistical Society: Series A (Statistics in Society)

179(2): 481–511. https://doi.org/10.1111/rssa.12125
Testa, M. R. and L. Toulemon. 2006. Family formation in

France: Individual preferences andsubsequentoutcomes,
in Vienna Yearbook of Population Research. pp. 41–75.

Thomson, E. 2014. Family complexity in Europe, The

Annals of the American Academy of Political and

Social Science 654(1): 245–258. https://doi.org/10.1177/
0002716214531384

Tønnessen, M. and E. Mussino. 2020. Fertility patterns of
migrants from low-fertility countries in Norway,
Demographic Research 42: 859–874. https://doi.org/10.
4054/DemRes.2020.42.31

Volant, S., G. Pison, and F. Héran. 2019. French fertility is
the highest in Europe. Because of its immigrants?,
Population & Societies 7: 1–4. https://doi.org/10.3917/
popsoc.568.0001

Wilson, B. 2019. Understanding how immigrant fertility
differentials vary over the reproductive life course,
European Journal of Population: 1–34. https://doi.org/
10.1007/s10680-019-09536-x

Wolf, K. 2016. Marriage migration versus family reunifica-
tion: How does the marriage and migration history
affect the timing of first and second childbirth among
Turkish immigrants in Germany?, European Journal

of Population 32(5): 731–759. https://doi.org/10.1007/
s10680-016-9402-4

Wu, L. L. 2000. Some comments on “Sequence analysis and
optimal matching methods in sociology: Review and pro-
spect”, Sociological Methods and Research 29(41): 41–64.
https://doi.org/10.1177/0049124100029001003

16 Isaure Delaporte and Hill Kulu

https://doi.org/10.1177/0049124115591013
https://doi.org/10.1177/0049124115591013
https://doi.org/10.1111/j.1467-985X.2009.00606.x
https://doi.org/10.1111/j.1467-985X.2009.00606.x
https://doi.org/10.1016/j.alcr.2018.10.004
https://doi.org/10.4054/DemRes.2017.36.41
https://doi.org/10.4054/DemRes.2017.36.41
https://doi.org/10.4054/DemRes.2015.32.56
https://doi.org/10.4054/DemRes.2016.34.36
https://doi.org/10.4054/DemRes.2016.34.36
https://doi.org/10.4054/DemRes.2018.38.11
https://doi.org/10.1111/j.1468-2435.1990.tb00493.x
https://doi.org/10.1111/j.1468-2435.1990.tb00493.x
https://doi.org/10.1016/j.alcr.2011.09.003
https://doi.org/10.4054/DemRes.2008.19.6
https://doi.org/10.4054/DemRes.2008.19.6
https://doi.org/10.14301/llcs.v5i2.276
https://doi.org/10.1017/dem.2016.11
https://doi.org/10.1111/rssa.12125
https://doi.org/10.1177/0002716214531384
https://doi.org/10.1177/0002716214531384
https://doi.org/10.4054/DemRes.2020.42.31
https://doi.org/10.4054/DemRes.2020.42.31
https://doi.org/10.3917/popsoc.568.0001
https://doi.org/10.3917/popsoc.568.0001
https://doi.org/10.1007/s10680-019-09536-x
https://doi.org/10.1007/s10680-019-09536-x
https://doi.org/10.1007/s10680-016-9402-4
https://doi.org/10.1007/s10680-016-9402-4
https://doi.org/10.1177/0049124100029001003

	Abstract
	Introduction
	Theoretical framework
	Theories on migration and family dynamics
	Differences in partnership trajectories among immigrant populations
	Differences in fertility trajectories among immigrant populations
	Hypotheses

	Data
	Methods
	Results
	Descriptive analysis
	Cluster analysis
	Multivariate results

	Conclusion
	Notes and acknowledgements
	Disclosure statement
	ORCID
	References


<<
  /ASCII85EncodePages false
  /AllowTransparency false
  /AutoPositionEPSFiles false
  /AutoRotatePages /PageByPage
  /Binding /Left
  /CalGrayProfile ()
  /CalRGBProfile (Adobe RGB \0501998\051)
  /CalCMYKProfile (U.S. Web Coated \050SWOP\051 v2)
  /sRGBProfile (sRGB IEC61966-2.1)
  /CannotEmbedFontPolicy /Error
  /CompatibilityLevel 1.3
  /CompressObjects /Off
  /CompressPages true
  /ConvertImagesToIndexed true
  /PassThroughJPEGImages false
  /CreateJobTicket false
  /DefaultRenderingIntent /Default
  /DetectBlends true
  /DetectCurves 0.1000
  /ColorConversionStrategy /sRGB
  /DoThumbnails true
  /EmbedAllFonts true
  /EmbedOpenType false
  /ParseICCProfilesInComments true
  /EmbedJobOptions true
  /DSCReportingLevel 0
  /EmitDSCWarnings false
  /EndPage -1
  /ImageMemory 524288
  /LockDistillerParams true
  /MaxSubsetPct 100
  /Optimize true
  /OPM 1
  /ParseDSCComments false
  /ParseDSCCommentsForDocInfo true
  /PreserveCopyPage true
  /PreserveDICMYKValues true
  /PreserveEPSInfo false
  /PreserveFlatness true
  /PreserveHalftoneInfo false
  /PreserveOPIComments false
  /PreserveOverprintSettings false
  /StartPage 1
  /SubsetFonts true
  /TransferFunctionInfo /Remove
  /UCRandBGInfo /Remove
  /UsePrologue false
  /ColorSettingsFile ()
  /AlwaysEmbed [ true
  ]
  /NeverEmbed [ true
  ]
  /AntiAliasColorImages false
  /CropColorImages true
  /ColorImageMinResolution 150
  /ColorImageMinResolutionPolicy /OK
  /DownsampleColorImages true
  /ColorImageDownsampleType /Bicubic
  /ColorImageResolution 300
  /ColorImageDepth -1
  /ColorImageMinDownsampleDepth 1
  /ColorImageDownsampleThreshold 1.50000
  /EncodeColorImages true
  /ColorImageFilter /DCTEncode
  /AutoFilterColorImages false
  /ColorImageAutoFilterStrategy /JPEG
  /ColorACSImageDict <<
    /QFactor 0.90
    /HSamples [2 1 1 2] /VSamples [2 1 1 2]
  >>
  /ColorImageDict <<
    /QFactor 0.40
    /HSamples [1 1 1 1] /VSamples [1 1 1 1]
  >>
  /JPEG2000ColorACSImageDict <<
    /TileWidth 256
    /TileHeight 256
    /Quality 15
  >>
  /JPEG2000ColorImageDict <<
    /TileWidth 256
    /TileHeight 256
    /Quality 15
  >>
  /AntiAliasGrayImages false
  /CropGrayImages true
  /GrayImageMinResolution 150
  /GrayImageMinResolutionPolicy /OK
  /DownsampleGrayImages true
  /GrayImageDownsampleType /Bicubic
  /GrayImageResolution 300
  /GrayImageDepth -1
  /GrayImageMinDownsampleDepth 2
  /GrayImageDownsampleThreshold 1.50000
  /EncodeGrayImages true
  /GrayImageFilter /DCTEncode
  /AutoFilterGrayImages false
  /GrayImageAutoFilterStrategy /JPEG
  /GrayACSImageDict <<
    /QFactor 0.90
    /HSamples [2 1 1 2] /VSamples [2 1 1 2]
  >>
  /GrayImageDict <<
    /QFactor 0.40
    /HSamples [1 1 1 1] /VSamples [1 1 1 1]
  >>
  /JPEG2000GrayACSImageDict <<
    /TileWidth 256
    /TileHeight 256
    /Quality 15
  >>
  /JPEG2000GrayImageDict <<
    /TileWidth 256
    /TileHeight 256
    /Quality 15
  >>
  /AntiAliasMonoImages false
  /CropMonoImages true
  /MonoImageMinResolution 1200
  /MonoImageMinResolutionPolicy /OK
  /DownsampleMonoImages true
  /MonoImageDownsampleType /Average
  /MonoImageResolution 300
  /MonoImageDepth -1
  /MonoImageDownsampleThreshold 1.50000
  /EncodeMonoImages true
  /MonoImageFilter /CCITTFaxEncode
  /MonoImageDict <<
    /K -1
  >>
  /AllowPSXObjects true
  /CheckCompliance [
    /None
  ]
  /PDFX1aCheck false
  /PDFX3Check false
  /PDFXCompliantPDFOnly false
  /PDFXNoTrimBoxError true
  /PDFXTrimBoxToMediaBoxOffset [
    0.00000
    0.00000
    0.00000
    0.00000
  ]
  /PDFXSetBleedBoxToMediaBox true
  /PDFXBleedBoxToTrimBoxOffset [
    0.00000
    0.00000
    0.00000
    0.00000
  ]
  /PDFXOutputIntentProfile (None)
  /PDFXOutputConditionIdentifier ()
  /PDFXOutputCondition ()
  /PDFXRegistryName ()
  /PDFXTrapped /False

  /Description <<
    /ENU ()
  >>
>> setdistillerparams
<<
  /HWResolution [600 600]
  /PageSize [595.245 841.846]
>> setpagedevice


